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VRROR REPORT 
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BIOTECHJVOLOGY 
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BRANCH ^ 




The Biotechnology Systems Branch of the Scientific and Technical I'jfo^'^^"^^^ 
Cente^^^^^^^ d^ected errors when processing the following computer readable 

form: 

Application Serial Number: ^V^^?/^^?^// 

Source: ZZLZdS^M^ 

Date Processed by STIC: ^jiqjlQQ-^ 

Ttiir A TT A rmrn PRINTOUT EXPLAINS DETECTED ERRORS. 

PORS—iSJ-Q^^ONS, PLEASECONTACTMARKSPENCEB, ,.3-3.,.2U. 
FORSEQUENCERlXESmraRPIULTAllON, PLEASE COf^ACT™ 

PATEN?IN 2.1 e.m»U help: ^^<XWm>A^y>^V»..^''X «r f Me 4I19 X Wax) 

PATENTIN 3.0 e-mail help. p».imhdDI»»sl.t...g°v or phooe 703-306-41 19 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
V^O^X^O^^, ACCESSIBLE THROUGH THE U.S. PATENT AND 
OFFICE WE BSm. SEE BELOW FOR ADDRESS: 
htf p://www.uspto - ffov/web/offi ces/pac/checker 

Applicants— g.ene«cse,uenc..fo™.io».^^^^^^^^ 

a pLibility lhat lie disk/CD-Rom may have teen »ff=''=^,J>' !'"^°' Li/CD-Rom. 
Ptea» co-Sder using aUernale n=.eM, '^f^'^f^^^^^^^^S ^^^^'^U rM. address for .he 

^^^^^^^^^^^^^^^^^ 

, II rii amJt r'-r-'-'-'-''-^''''""""'-"'^''"'""'"'^""'^'^'""''"""""' 

2urpS"r,!.er,S'pa«n.a«.Traden,ar.omc.Bo.S.^enee,P.O.BoxB27.Ar,^^^^^ 

S s pS:Sf;Slk Office, Technology an»r 1600, R^Uon Area. ^F"-"' 
Sluice Mormadon, Crystal Mall One, 19U South Clark Sheet, Arlmgton, VA 22202 

U S. Patent and^ademark OITrce. Box S«,u.„ce, Orstomer Whrdow, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 Trademark Office, 



Revised 01/29/2002 



Raw Sequence Usting Error Summary 



yppOR DETECTED 

ATTN: NEW RULES CASES 

1 Wrapped Nucleics 

Wrapped Aminos 

2 Invalid Line Length 

3 ^ Misaligned Amino 
Numbering 

4 ^Non- ASCII 

5 Variable Length 



Patentin 2.0 
"bug" 



_Skipped Sequences 
(OLD RULES) 



8 Skipped Sequences 

(NEW RULES) 



Use of n*s or Xaa's 



(NEW RULES) 



10 Invalid <213> 
Response 



11 



12 



Useof<220> 



Patcnlln 2.0 
" "bug" 



13 



Misuse of n 



glir-nF-STKn rORRECTION SERIAL NUMBER: _0^&7,^'/'?>4 

; PLEASE DISREGARD ENGLISH "ALPHA" HEADERS. WHICH WERE INSERTED BY PTO SOFTWARE 

n,e number/text at the end of each line "wapped" down to the next line. This 1^ y"";/"''' 

was retrieved in a word processor alUr creating it Please adjust your nght margin to .3. this will 
prevent "wrapping." 

The rules require that a line not exceed 72 characters in length. This includes white spaces. 

n,e numbering under each 5* amino acid is misaligned. Do not use tab codes between numbers; 
use space characters, instead. 

n,e submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 
ensure your subsequent submission Is saved in ASCII tejt 

Sequence(s) contain n's or Xaa's representing more than one residue. Per Sequence Rule,, 
each n or xlH^ only represent a single residue. Please present the maxbnum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be m.ssmg. 

A "bug" in Patentin version 2.0 has caused the <220>-<223> secUon to be missing from anuno add 

seauences(s) • Normally. Patentin would automatically generate this section from the 

J2wif«>^id=^7cid sequent. Please manually 

Se subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

Sequencers) missing. IfintentionaU please insert the following lines for each skipped sequence: 

f2^^INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shovirn) 

Vn SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this headmg) 

(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X".is shown) 

This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences. 

Sequence(s) missing. If intentional, please insert the following lines for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use ofn^s and/or Xaa's have been detected in the Sequence LisUng. 

prr823 of Sequence Rules, use of <220>.<223> is MANDATORY if n's or Xaa's are present 

L <220> to <^^^^^ explain location of n orXaa, and ^vhich residue n or Xaa represents. 

Per 1 823 of Seouence R^lCS. the only valid <213> responses arc: Unknown, Artificial Sequence, or 
SeitScilel^^^^ <22V.<223>sectionisrequi.^when<213>response.sU^^^ 

is Aitificial Sequence ' 

Seouencers) ™issingthe<220> "Feature" and associated numeric identi^SOT and respoi^^^ 

Sf <So>l^^ is MANDATORY if <213> "Organism" response is "Artificial Sequence or 
■ "Unknown" Please explain source of genetic material in <220> to <223>sectioa 

(See^reral5sterr06/01/1998. Vol. 63.No. 104. pp. 29631-32) (Sec. 1.823 of Sequence Rules) 

Please do not use "Copy to Disk" funcUon of Patentin version 2.0. TTiis causes a corrupted file, 
«r«^ngiSngn^ory«imeric identic 

mu^ M please use "file Manage.- or any other manual means to copy fUe to floppy disk. 

n can only be used to represent a single nucleotide in a micleic acid sequence. N is not used to represem 

any value not specifically a nucleotide. 

AMC/MH - Biotechnology Systems Branch - 08/21/2001 
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1600 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/857 , 097A 



DATE: 09/19/2002 
TIME: 13:04:24 



4 


<110> 


5 




7 


<120> 


9 


<130> 


11 


<140> 


12 


<141> 


14 


<150> 


15 


<151> 


E--> 17 


<160> 


19 


<170> 



Input Set : A:\EP.txt 

Output Set: N:\CRF4\09192002\l857097A.raw 

APPLICANT: Urbaniak, Stanislaw J. 
Barker, Robert N. 

TITLE OF INVENTION: ALLO- AND AUTO-REACTIVE T-CELL EPITOPES 
FILE REFERENCE: P097 

CURRENT APPLICATION NUMBER: 09/857, 097A 
CURRENT FILING DATE: 1999-12-01 
PRIOR APPLICATION NUMBER: 9826378.3 
PRIOR FILING DATE: 199^^2-01 
NUMBER OF SEQ ID NOS:^152 
SOFTWARE: Patentin Ver 




ERRORED SEQUENCES 



21 
22 
23 
24 
26 
27 
29 
30 

E--> 31 

35 
36 
37 
38 
40 
41 
43 
44 

E--> 45 

46 
49 
50 
51 
53 
54 
56 
57 

E--> 58 

62 
63 



sapiens 



RhCE (R2 cE) Residues 2-16 



Arg Arg 



Cys Leu 



Pro Leu 



<210> SEQ ID NO: 1 
<211> LENGTH: 15 
<212> TYPE: PRt' 
<213> ORGANISM: Homo 
<220> FEATURE: 
<223> OTHER INFORMATION 
<400> SEQUENCE: 1 
Ser Ser Lys Tyr Pro Arg Ser Val 
1 ^ ^ ' 
<210> SEQ ID NO: 2 
<211> LENGTH: 15 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 

<223> OTHER INFORMATION: RhCE (R2 cE) Residues 12-26 
<4 00> SEQUENCE: 2 

Cys Leu Pro Leu Trp Ala Leu Thr Leu Glu 
<210> 



4^' 




Trp 



Ala Aifl_L©u— I-J 
10 



sapiens 



^EQ ID NO: 3 
<211> LENGTH: 15 
<212> TYPE: PRT 
<213> ORGANISM: Homo 
<220> FEATURE: 
<223> OTHER INFORMATION: 
<400> SEQUENCE: 3 
Ala Ala Leu lie Leu Leu Phe 

1 5 
<210> SEQ ID NO: 4 
<211> LENGTH: 15 



RhCE (R2 cE) Residue 22-36 



Tyr Phe Phe Thr His 



Tyr Asp 
10 



Ala 



15 



file://C:\CRF4\Outhold\VsrI857097A.htm 
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RAW SEQUENCE LISTING DATE: 09/19/2002 

PATENT APPLICATION: US/09/857 , 097A TIME: 13:04:24 

Input Set : A:\EP.txt 

Output Set: N:\CRF4\09192002\I857097A.raw 

<212> TYPE: PRT 

<213> ORGANISM: Homo sapiens 

<220> FEATURE: 

<223> OTHER INFORMATION: RhCE (R2 cE) Residues 32-46 
<400> SEQUENCE: 4 



15 10 15 

<210> SEQ ID NO: 5 
<211> LENGTH: 15 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 

<223> OTHER INFORMATION: RhCE (R2 cE) Residue 42-56 
<400> SEQUENCE: 5 

Lys Gly Leu Val Ala Ser Tyr Gin Val Gly Gin Asp Leu Thr Val 

15 10 15 

<210> SEQ ID NO: 6 
<211> LENGTH: 15 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 

<223> OTHER INFORMATION: RhCE (R2 cE) Residue 52-66 

<400> SEQUENCE: 6 yl.^d^'^>0^'^^ 
Gin Asp Leu Thr Val Met Ala Ala Leu Gly Leu Gly Phe Leu Thr 

15 10 15 

<210> SEQ ID NO: 7 
<211> LENGTH: 15 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 

<223> OTHER INFORMATION: RhCE (R2 cE) Residue 62-76 
<400> SEQUENCE: 7 

112 Leu Gly Phe Leu Thr Ser Asn Phe Arg Arg His Ser Trp Ser Ser y 

15 10 /ydyyi^^^ 15 

<210> SEQ ID NO: 8 
<211> LENGTH: 15 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 

<223> OTHER INFORMATION: RhCE (R2 cE) Residue 72-86 
<400> SEQUENCE: 8 



His Ser Trp Ser Ser Val Ala Phe Asn Leu Phe Met Leu Ala Leu 

1 5 10 ^ 15 

<210> SEQ ID NO: 9 
<211> LENGTH: 15 
<212> TYPE: PRT 
<213> ORGANISM: Homo sapiens 
<220> FEATURE: 

<223> OTHER INFORMATION: RhCE (R2 cE) Residue 82-96 



.3 
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EAW SEQUENCE LISTING DATE: 09/19/2002 

PATENT APPLICATION: US/09/857 , 097A TIME: 13:04:24 

Input Set : A:\EP.txt 

Output Set: N:\CRF4\09192002\I857097A.raw 

139 <400> SEQUENCE: 9 A/fi>&lr-<^ 

140 Phe Met Leu Ala Leu Gly Val Gin Trp Ala He Leu Leu Asp Gly / 

E--> 141 1 5 

146 <210> SEQ ID NO: 10 

147 <211> LENGTH: 15 

148 <212> TYPE: PRT 

149 <213> ORGANISM: Homo sapiens 

151 <220> FEATURE: 

152 <223> OTHER INFORMATION: RhCE (R2 cE) Residue 92-106 
154 <400> SEQUENCE: 10 



155 He Leu Leu Asp Gly Phe Leu Ser Gin Phe Pro Pro Gly Lys Val 
E.-> 156 1 5 10 15 

160 <210> SEQ ID NO: 11 

161 <211> LENGTH: 15 

162 <212> TYPE: PRT 

163 <213> ORGANISM: Homo sapiens 

165 <220> FEATURE: 

166 <223> OTHER INFORMATION: RhCE (R2 cE) Residue 102-116 y\^.€Uyn^^ 

168 <400> SEQUENCE: 11 

169 Pro Pro Gly Lys Val Val He Thr Leu Phe Ser He Arg Leu Ala 
E-> 170 1 5 10 15 

174 <210> SEQ ID NO: 12 

175 <211> LENGTH: 15 

176 <212> TYPE: PRT 

177 <213> ORGANISM: Homo sapiens 

179 <220> FEATURE: ; 

180 <223> OTHER INFORMATION: RhCE (R2 cE) Residue 112-126 yX'^^i^^'^^y^ 

182 <400> SEQUENCE: 12 

183 Ser He Arg Leu Ala Thr Met Ser Ala Met Ser Val Leu He Ser 
E-'> 184 15 10 15 

185 <210> SEQ ID NO: 13 

186 <211> LENGTH: 15 

187 <212> TYPE: PRT 

188 <213> ORGANISM: Homo sapiens 
190 <220> FEATURE: 

193 <223> OTHER INFORMATION: RhCE (R2 cE) Residue 122-136 

195 <400> SEQUENCE: 13 

196 ser Val Leu He Ser Ala Gly Ala Val Leu Gly Lys Val Asn Leu 
E--> 197 1 5 

201 <210> SEQ ID NO: 14 

202 <211> LENGTH: 15 

203 <212> TYPE: PRT 

204 <213> ORGANISM: Homo sapiens 

206 <220> FEATURE: >ivt>r>-^ 

207 <223> OTHER INFORMATION: RhCE {R2 cE) Residue 132-146 

209 <400> SEQUENCE: 14 

210 Gly Lys Val Asn Leu Ala Gin Leu Val Val Met Val Leu Val Glu 

, e; 10 

E--> 211 1 5 

215 <210> SEQ ID NO: 15 



10 15 
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RAW SEQUENCE LISTING DATE: 09/19/2002 

PATENT APPLICATION: US/09/857 , 097A TIME: 13:04:24 

Input Set : A:\EP.txt 

Output Set: N:\CRF4\09192002\I857097A.raw 

216 <211> LENGTH: 15 

217 <212> TYPE: PRT 

218 <213> ORGANISM: Homo sapiens 

220 <220> FEATURE: 

221 <223> OTHER INFORMATION: RhCE (R2 cE) Residue 142-156 

223 <400> SEQUENCE: 15 

224 Met Val Leu Val Glu Val Thr Ala Leu Gly Thr Leu Arg Met Val 

E--> 225 15 10 15 

229 <210> SEQ ID NO: 16 

230 <211> LENGTH: 15- 

231 <212> TYPE: PRT 

232 <213> ORGANISM: Homo sapiens 

234 <220> FEATURE: 

235 <223> OTHER INFORMATION: RhCE (R2 cE) Residue 152-166 

241 <400> SEQUENCE: 16 ^O-'^^-'-'^X^ 

242 Thr Leu Arg Met Val lie Ser Asn lie Phe Asn Thr Asp Tyr His 

E--> 243 1 5 10 15 

247 <210> SEQ ID NO: 17 

248 <211> LENGTH: 15 

249 <212> TYPE: PRT 

250 <213> ORGANISM: Homo sapiens 
2 52 <220> FEATURE: 

253 <223> OTHER INFORMATION: RhCE (R2 cE) Residue 162-176 y^tf-^^T^ 

255 <400> SEQUENCE: 17 

256 Asn Thr Asp Tyr His Met Asn Leu Arg His Phe Tyr Val Phe Ala 

E--> 257 15 10 15 

261 <210> SEQ ID NO: 18 

262 <211> LENGTH: 15 

263 <212> TYPE: PRT 

264 <213> ORGANISM: Homo sapiens 

266 <220> FEATURE: 

267 <223> OTHER INFORMATION: RhCE (R2 cE) Residue 172-186 yi^ifyi^^JLy 

269 <400> SEQUENCE: 18 

270 Phe Tyr Val Phe Ala Ala Tyr Phe Gly Leu Thr Val Ala Trp Cys 

E--> 271 15 10 15 

275 <210> SEQ ID NO: 19 

276 <211> LENGTH: 15 

277 <212> TYPE: PRT 

278 <213> ORGANISM: Homo sapiens 

281 <220> FEATURE: 

282 <223> OTHER INFORMATION: RhCE (R2 cE) Residue 182-196 

284 <400> SEQUENCE: 19 

285 Thr Val Ala Trp Cys Leu Pro Lys Pro Leu Pro Lys Gly Thr Glu 
E--> 286 15 10 15 

291 <210> SEQ ID NO: 20 

292 <211> LENGTH: 15 

293 <212> TYPE: PRT 

294 <213> ORGANISM: Homo sapiens 
296 <220> FEATURE: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/857 , 097A 



DATE: 09/19/2002 
TIME: 13:04:24 



Input Set : A:\EP.txt 

Output Set: N:\CRF4\09192002\I857097A.raw 



297 <223> OTHER INFORMATION: RhCE (R2 cE) Residue 192-206 i 

299 <400> SEQUENCE: 20 yytf^^y^'"^ 

300 Pro Lys Gly Thr Glu Asp Asn Asp Gin Arg Ala Thr lie Pro Ser 
E--> 301 15 10 



15 




uent 
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<210> 46 jis^ y^i'^^^ AuJrr)^M^ ^ 

<212> PRT 

<213> Homo sapiens 
<220> 

<223> RhCE (Rl Ce) Residue 222-236 




RAW SEQUENCE LISTING ERROR SUMMARY DATE: 09/19/2002 

PATENT APPLICATION: US/09/857 , 097A TIME: 13:04:25 

Input Set : A:\EP.tx1: 

Output Set: N:\CRF4\09192002\I857097A.raw 

Invalid Line Length; 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:l; Line(s) 31 



Seq# 


: 4; 


Line ( s ) 


72 


Seq# 


: 6; 


Line ( s ) 


99 


Seq# 


:7; 


Line(s) 


113 


Seq# 


:8; 


Line(s) 


127 


Seq# 


:9; 


Line(s) 


141 


Seq# 


:14. 


Line(s 


) 211 


Seq# 


15. 


Line(s 


225 


Seq# 


17, 


Line( s ' 


257 


Seq# 


18, 


Line(s; 


271 


Seq# 


22, 


Line(s] 


328 


Seq# 


24, 


Line( s ] 


356 


Seq# 


36, 


Line( s ] 


524 


Seq# 


39, 


Line(s; 


565 


Seq# 


41, 


Line( s] 


595 


Seq# 


42, 


Line( s; 


609 


Seq# 


43, 


Line( s ) 


627 


Seq# 


44, 


Line( s ) 


641 


Seq# 


45, 


Line(s ) 


656 
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VERIFICATION SUMMARY DATE: 09/19/2002 

PATENT APPLICATION: US/09/857 , 097A TIME: 13:04:25 

Input Set : A:\EP.t.xt 

Output Set: N:\CRF4\09192002\I857097A.raw 

L:31 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:1 

L:45 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 2 

L:58 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 3 

L:72 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 4 

L:86 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID: 5 

L:93 M:283 W: Missing Blank Line separator, <220> field identifier 

L:99 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:6 



L 


: 113 


M 


: 332 


E 


: (32) 


Invalid/Missing 


Amino 


Acid 


Niirnhpfi nCT . 


SEQ 


ID 


7 


L 


: 127 


M 


: 332 


E 


: (32) 


Invalid/Missing 


Ami nn 


Ac id 


Niimhf^Ti no" 


SEQ 


ID 


Q 
o 


L 


: 141 


M 


: 332 


E 


: ( 32 ) 


Invalid/Missing 


Ami no 

^xXXl.^ XX \^ 


Acid 


NiimhPTi no" 


SEQ 


ID 


Q 


L 


156 


M 


: 332 


E 


: ( 32 ) 


Invalid/Missing 


Ami no 


Acid 


NiimhPT*i ncr 


SEQ 


ID 


1 n 

X \J 


L 


170 


M 


: 332 


E 


: ( 32 ) 


Invalid/Mi ncr 


Am i no 


Acid 


NiimhpT*! no" 


O i-j V: 


ID 


1 1 

X X 


L 


184 


M 


: 332 


E 


: ( 32 ) 


I nva lid /Ml s i ntj 


Am i no 


Acid 


NnmhiPTi no" 


SEQ 


ID 


12 


L 


197 


M 


: 332 


E 


: (32) 


Invalid/Missing 


Am i no 


Acid 


NiimhiPTi no" 


SEQ 


ID 


13 


L 


211 


M 


: 332 


E 


: ( 32 ) 


T nva lid /M i S i n rr 

^ 1.^ V u. ^ ju y 1- -i ^ 1^ o ^ XI 


Am i no 


Acid 


NiimhATi nfi 


SEQ 


ID 


1 A 

X *± 


L 


225 


M 


: 332 


E 


: ( 32 ) 


Invalid/Missing 


Amino 


Acid 


Niimbprina 


SEQ 


ID 


15 


L 


243 


M 


: 332 


E 


: (32) 


I nva lid /M i *^ i n a 


Ami no 


Ac id 


NiimhiPTT ncr 




ID 


1 fi 

X \J 


L 


257 


M 


332 


E 


: ( 32 ) 


Invalid/Missing 


Amino 


Acid 


NiimhPTi ncr , 

11 U.llLi./^'i. J. 11^ , 


SEQ 


ID 


17 


L 


271 


M 


332 


E 


: ( 32 ) 


T nva lid /M i s s i n cr 


Am 1 no 


An i H 


MiiTTihfiT'i ncr 

ll LLilLUCJ- Xil^ , 






1 R 
X o 


L 


286 


M 


332 


E 


: (32 ) 


Invalid/Missing 


Amino 

X^pXLI ^ xx^^ 


Acid 


NiimbpTi ncr - 


SEQ 


ID 


1 g 

X J7 


L 


301 


M 


332 


E 


: ( 32 ) 


Invalid/Missing 


Amino 


Acid 


Niimhpfi ncr . 


SEQ 


ID 


20 


L 


315 


M 


332 


E 


: (32) 


I n va 1 i d /M i s s i n CI 


Ami no 

m.iiJL 11^ 


Acid 


NiimhiPTi ncr 




TD 


£i X 


L 


328 


M 


332 


E 


: ( 32 ) 


T nva lid /M i c: ■? n cr 


Ami no 


A i H 


MiimhoT"! ncr 

IiLlllLUCJ. Xilv^ , 








L 


342 


M 


332 


E 


: ( 32 ) 


Invalid/Missing 


Amino 

£^111 ^ 11^^ 


Acid 


NumhpTi ncr 


SEQ 


ID 


23 


L 


356 


M 


332 


E 


: ( 32 ) 


Tnvalid/Mi s^i hct 


Am i no 


Acid 


NnmhiPT'1 ncr 






94 


L 


369 


M 


332 


E 


: (32) 


Invalid /Mi ^c;i na 


Ami no 


Acid 


Nnmhip"ri nci 


kD Hi V; 




9S 


L 


380 


M 


332 


E 


: (32) 


Invalid/Missing 


Amino 


Acid 


Numbering , 


SEQ 


ID 


26 


L 


395 


M 


332 


E 


(32) 


Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


27 


L 


408 


M 


332 


E 


(32) 


Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


28 


L: 


422 


M: 


332 


E 


(32) 


Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


29 


L: 


438 


M: 


332 


E 


(32) 


Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


30 


L: 


452 


M: 


332 


E 


(32) 


Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


31 


L: 


467 


M: 


332 


E 


(32) 


Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


32 


L: 


483 


M: 


332 


E 


(32) 


Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


33 


L: 


497 


M: 


332 


E 


(32) 


Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


34 


L: 
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M: 
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E 


(32) 
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ID: 


35 


L: 
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M: 
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E 


(32) 
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ID: 


36 


L: 
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M: 


332 


E: 


(32) 
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Amino 
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Numbering, 
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37 


L: 
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M: 
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(32) 
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Amino 
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Numbering, 
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ID: 


38 


L: 
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E: 


(32) 
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Numbering, 
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ID: 
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L: 
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(32) 


Invalid/Missing 


Amino 
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Numbering, 


SEQ 


ID: 


40 


L: 
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M: 


332 


E: 


(32) 


Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


41 


L: 
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M: 


332 


E: 


(32) 


Invalid/Missing 


Amino 


Acid 


Numbering, 


SEQ 


ID: 


42 


L: 
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M: 


332 


E: 


(32) 


Invalid/Missing 


Amino 
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Numbering, 


SEQ 


ID: 


43 


L: 
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M: 


332 


E: 


(32) 
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Amino 
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Numbering, 
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ID: 


44 


L: 


656 


M: 


332 


E: 


(32) 


Invalid/Missing 


Amino 
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Numbering, 


SEQ 


ID: 


45 



L:17 M:203 E: No. of Seq . differs, <160> Number Of Sequences : Input (152) Counted (45) 
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